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Research interests
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Award 'Freedom for Research 'of the Gips-Schiile Foundation, Stuttgart
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2016 - 2018
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2014 - 2016

Full Member of the Central Commission for Biological Safety (ZKBS) at the Federal
Agency of Consumer Protection and Food Safety (BVEL)

Deputy Member of the Central Commission for Biological Safety (ZKBS) at the
Federal Agency of Con- sumer Protection and Food Safety (BVEL)

Coordinator DFG Research Priority Programme SPP1819 “Rapid Evolutionary
Adaptation - Potential and Constraints”

Member of Scientific Advisory Board, German Ministry of Science (BMBF) Program
'Plants for the future’

Member of Steering committee DFG Priority Program SPP1529

’Adaptomics’



Since 2013  Member of Scientifc advisory board of University Research Priority Program (URPP)

"Evolution in Action’, University of Zurich

2007 - 2010 National coordinator and chair of work group 1, COST activity FA604 'Tritigen’
2001 - 2006 Member of Steering Committee of Jena Center for Bioinformatics (JCB)
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